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3-54E5 H &R I S B§(Glyceraldehyde-3-phosphate dehydrogenase,

GAPDH)IFIZRAAE
BB SE 100 &/96 ¥

E B ERNERTSLE 2-3 PMREAE R AR A ST E

MEZBX:

GAPDH {44 3-BERR H M A A A AR 1,3- BRI H R, VIR IR I CHENE, SRR, A bl
R (R 2 R RIOHE Do R A PR TR G, AENLIRRE . B R A B L0 P R AR

M 7E R :

3-BAERH T ER R AL = B H R AN ATP ZE K 1,3 8RR H MR - GAPDH [ fi4k 1,3 —WEER H R A1
NADH A 1 3 BB H hES . EHLBEA NAD, 340nm 4bJ 52 NADH (1950 & 7 it GADPH 3 4 1 B i -
EBE&EMNEMA M

Sy FEIEFETH /AR TR AREONL. AT R A JEL /96 FLAR . TR, VKRIZE
7K

WIRILERRFAECH -

PR —: Witk 100mLx1 i, 4°CHRTE.
PBGH —: Witk 100mLx1 i, 4°CLRATF.
WAl Bx1 R, -20°CHRATS
R " Wi 20mLx1 i, 4°CIRTE
WA= Wik 14ulx1 ¥, 4CHRAE;

AAREARRETRLER:

D% GAPDH F#2HEL: BIFRELZ 0.1g FEAR, MO ImL $2EUK—, VKBS E R (UK, 200W,

R 3s, [A18K 7s, MEFIA] Imin), #RJ5 4°C, 8000g &5.0» 10min, HU EiF e

@Mkt 4k f& GAPDH BRI/ B : 2 IEMAHLURE (g) - SREURAEF(mL) A 1: 5~10 BIEf] Gl
FREXZ) 0.1g FEAS, N 1mL $2E0K —), WKIBEIKIET 4°C, 200g B0 Smin, FFPL5E, BEIETE 4°C, 8000g
250> 10min, HC biE I T-005E M2 GAPDH Bl 4, BXUTIENN ImL $REUK —, 7235 Wi Ja E8 7 e (vkig,
200W, BHRE 3s, [AIEK 7s, GAMF[E] Imin), #RJ5 4°C, 8000g &0 10min, HY_LiEWIE -4k + GAPDH
T

FEN 5T & GAPDH Bl i, $2HEDIROIRHUHBGI, #7225 5 % M 2 Fm ¢4k o (¥ GAPDH, 4% 8
BRI B -

MBI SR AR A AT AL TR :

SN A S AN I B S 0N, BOE T B R s R (1044 ¢ SREGR— AR (mL) A
500~1000: 1 frIELA (48 500 J74H B BRAM AN ImL $2HUR—), A IR AR AN sk 40 i (VK. ThER 20
%ok 200W, ##H75 3s, ([ 10s, FEH 30 IK); 8000g 4°CES.Cr 10min, HX L, BEIK LA,
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ME SBR:
Iy 6IERE T S bR T 30min LA I, 59K % 340nm, ZEIEKIHE.
2. FEAIIE
(D) TAEMRAIBC AL K70 = A G — b, 7808, 37°C (HFALsh) 58 25°C GLeEdfh) ik 10
by FARSERIRT 25520 CIRA7, 281k R VR
(2) FERFI =N 500 v L 818K, MRS FASERIRA 45520 C0RAF, 281k R VR,
(3) e ATEH A IMEE 96 FLBCF A 5w L BEA. 5w L 35 =/ 190 L TAE®R, 851, IAZE—4
BRI RIRIN TFAGTHI, e 5% 340nm &b 20s I AOIROGIE AT AT 5Smin20s 5 HIROGIE A2, 15 AA=A1-A2.

GAPDH ¥ 5 :

a AREA A I M EARW T

(D H#rEARAKRE T

BRI RE L B mg ABUE BRI FE 1 nmol i NADH 5E SCA—ANIEE 11 B4

GAPDH (nmol/min/mg prot) =[AAxV &+ (gxd) x10°]+(V #:xCpr) +T=1286xAA+Cpr

(2) EFEAREEE I

AL E X B g USSP IEHE 1 nmol ) NADH £ X N—/MEEE /1547 .

GAPDH (nmol/min/g #£5H) =[AAXV A&+ (exd) x109]+(W xV Ff=+V FEE) ~T=1286xAA~W

(3) 224 B B0 0 2% 5 15

BN E S B AN B B R B VEAE 1 nmol 1) NADH 58 SCON— NS 71 5407

GAPDH (nmol/min/10* cell) =[AAXV i+ (exd) x10°]+(500 xV FE+V FEE) +T=2.572xAA

V R RFARR SR, 2x104 L; e: NADH EE/RVEGHREL, 6.22x10°L/mol /em: d: HLAEMIEAE,
lem; V Ff: MAFEARAEFR, 0.005mL; VEER: MASRBUEAR, 1mL; T: KB, 5Smin; Cpr: #
AEAFKE, mg/mL; W: FEARE, g; 500: R4S %, 500 /5.

b.F 96 FLIR I BT A R T

(D H#rEARARETH

BT E S B mg ALSUE (AR BRI FE 1 nmol () NADH 52 SCN— AN 71807

GAPDH (nmol/min/mg prot) =[AAxV &+ (gxd) x10°]+(V #:xCpr) +T=2572xAA+Cpr

(2) FREAEEE I

FAATIE S 4 g LU BB FE 1 nmol (9 NADH & XU — AN /1 8.

GAPDH (nmol/min/g #£5H) =[AAXV A&+ (exd) x109]+(W xV Ff+V FEE) ~T=2572xAA=W

(3) 20 B B0 I 2% 5 15

BN E S B AN B B R B VEAE 1 nmol 1) NADH 58 SCON— NS 71 5407

GAPDH (nmol/min/10* cell) =[AAXV i+ (exd) x10°]+(500 xV FE+V FEE) +T=5.144xAA

VR RNARRSAE, 2x104L; e: NADH EE/RVEEAREL, 6.22x10° L/ mol /em; d: 96 FLEROGAE,
0.5cm; V Ff: MIAFEAMAER, 0.005mL; VFEE: IONREGRIAR, [ mL; T: KBFE, 5min; Cpr:
FERBEEATUKE, mg/mL; W: FEARE, g 500: ZHRBEI4HMAE, 500 /5.




